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Prokaryotic expression, purification of recombinant lysostaphic protein and an ini-

tial study on its biological activities

WU Yan, WU Su-hua, LUO Xiang—dong. SuU Y()r]g-yLI(-‘, CHEN Xiao-lin, CHEN Yu (State Key Laboratory of Trauma, Burns
and Combined Injury, Institute of Burns, Southwest Hospital, Third Military Medical University, Chongging 400038, China)

Abstract; Objective To express lysostaphic protein in Escherichia coli (E. coli. ) and evaluate its bio-

logical activities. Methods The coding sequence of mature protein obtained by PCR was cloned into the pro-
karyotic expression plasmid. The target protein was expressed in E. coli. induced by IPTG. The bacteriocidal
activities of purified protein were evaluated in vitro by microdilution method. Results The recombinant plas-
mid was identified by DNA sequencing. The protein was successfully expressed in E. coli. and verified by West-
ern blotting. The MIC and MBC of the protein to staphylococcus aureus were smaller than the traditional antibiot-
ics. Conclusion We have successfully expressed competent lysostaphic protein in prokaryotic expression sys-
tem, which has a powerful bactericidal ability against staphylococeus aureus.
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